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Abstract

global/report/xinmoviridae.

Xinmoviridae is a family of viruses with negative-sense RNA genomes of 9-14 kilobases. Xinmovirids typically infect beneficial
and pestinsects but their host range has not yet been investigated systematically and hence may be broader. This is a summary
of the International Committee on Taxonomy of Viruses (ICTV) Report on the family of Xinmoviridae, which is available at ictv.

Table 1. Characteristics of members of the family Xinmoviridae

Example Drosophila unispina virus 1 (KR822819), species Drunivirus chambonense, genus Drunivirus

Virion Unknown

Genome 9-14kb of negative-sense RNA

Replication Unknown

Translation Unknown

Host range Arthropoda

Taxonomy Realm Riboviria, kingdom Orthornavirae, phylum Negarnaviricota, class Monjiviricetes, order Mononegavirales: >11 genera and >13 species
VIRION REPLICATION

Xinmovirids (viruses in the family Xinmoviridae) are only
known from metagenomics studies. Virions have not yet been
visualized and structural proteins have not been studied.

GENOME

Xinmovirids have negative-sense genomes of 9-14 kilobases
with three to six ORFs (Table 1, Fig. 1) [1] that encode at least
three structural proteins that have been identified via comparison
with proteins encoded by other mononegavirals: a glycoprotein
(G), anucleoprotein (N), and an RNA-directed RNA polymerase
(RdRP) [2].

Xinmovirids are only known from metagenomics studies.
Their replication cycles have not yet been studied.

PATHOGENICITY

Pathogenicity is unknown, but based on their host spectrum,
xinmovirids likely have an effect on arthropod fitness.

TAXONOMY

Current taxonomy: ictv.global/taxonomy. The family Xinmo-
viridae includes >11 genera and >13 species (Fig. 2). Hosts
include arthropods, specifically insects from the orders
Diptera, Hymenoptera, and Orthoptera. Related, unclassi-
fied viruses have been discovered in mosquitos [3-6] and
tephritid fruit flies [7, 8].

Received 26 September 2023; Accepted 27 September 2023; Published 26 October 2023
Author affiliations: "Hawkesbury Institute for the Environment, Western Sydney University, Penrith, NSW 2751, Australia; ‘Genome Competence Center

(MF1), Robert Koch Institute, Berlin, Germany.

*Correspondence: Stephen Sharpe, Stephen.Sharpe@westernsydney.edu.au; Sofia Paraskevopoulou, paraskevopoulous@rki.de

Keywords: arthropod; ICTV Report; Mononegavirales; taxonomy; Xinmoviridae.

Abbreviations: G, glycoprotein; N, nucleoprotein; RARP, RNA-directed RNA polymerase.

001906 © 2023 The Authors

This is an open-access article distributed under the terms of the Creative Commons Attribution License
o


http://www.ictv.global/taxonomy
https://jgv.microbiologyresearch.org/content/journal/jgv/
https://creativecommons.org/licenses/by/4.0/deed.ast
http://www.ictv.global/report/xinmoviridae
http://www.ictv.global/report/xinmoviridae

Sharpe and Paraskevopoulou, Journal of General Virology 2023;104:001906

genus Alasvirus species Alasvirus muscae
KX884430 Hibéi diptera virus 11 12513
.

[ [ [ G )1 RARP )

genus Anphevirus species Anphevirus xinchengense
KMB817661 Xinchéng mosquito virus 12774
A

T T ) T 1 RaRP y

genus Doupovirus species Doupovirus australiaense

MF 176268 Culex mononega-like virus 2 13259
. M
T D1 1 s N RoRP )
genus Draselvirus species Draselvirus dentati
KX884428 Hubéi rhabdo-like virus 7 9614
.
| G > T RARP. ]
genus Drunivirus species Drunivirus chambonense
KR822819 Drosophila unispina virus 1 13559
o
[ o1 D T G [ 'RRP
genus ievir species
KX148552 Bolahun virus 11672
@ gt
N Jb o) e——— RaRP

genus Gylbovirus species Gylbovirus aagae

MHO037149 Aedes anphevirus

12842
1 3 ! RARP. ) N
genus Hoptevirus species Hoptevirus orthopteris
KX884463 Hubéi orthoptera virus 5 10903
y A
T ) I )1 RARP )
genus Madalivirus species Madalivirus amapaense
MH822965 Anopheles marajoara virus 12265
3 5
I T I G D1 RaRP
genus Pelmivirus species Pelmivirus eymattense
phe-related virus OKIAV71 1253
3 5
‘T | [ G > RaRP
genus Triniovirus species Triniovirus yonagoense
LC514055 Culex tritaeniorhynchus anphevirus 1275
5
[ DT [ )1 RARP
genus Ulegvirus species Ulegvirus freckenfeldense
MT153376 odonatan anphe-related virus OKIAV59 1217
3 5
) RoRP.
ISTTY YT FYVTYTYTTY [ETTNTRSTI YTUIT] FYVTLITINE [FYVRYTY CYVTUISITI FAVCNIIOTI N ol oo
1 1000 2000 3000 4000 5000 6000 7000 8000 9000 10000 11000 12000 13000 14000

Fig. 1.Genome organization of a representative virus from each genusin
the family Xinmoviridae. ORFs are coloured according to their predicted
protein function: N, nucleoprotein gene (magenta); G, glycoprotein gene
(pink); RARP, RNA-directed RNA polymerase gene (cyan).
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RESOURCES

Full ICTV Report on the family Xinmoviridae: ictv.global/
report/xinmoviridae.
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