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No. Tryptic peptides from gSV2CLD-Fc 
wild-type

SV2C AA 
number

Peptide 
mass 
[Da]

Most 
abundant 
ion [m/z]

Most abundant glycan 

Start End
1 DSVFK 514 518 594.30 595.31+

2 SC*TFEDVTSVNTYFK 519 533 1796.79 599.93+

3 NglycoC*TFIDTVFDNTDFEPYK 534 551 3644.50a 1215.83+ GlcNAc3Hex5

4 FIDSEFK 552 558 884.43 443.22+

5 NNC*SFFHNK 559 566 1052.45 351.83+

6 NglycoC*SFFHNglycoK 559 566 5320.09a 1331.24+ 2x(GlcNAc2Fuc1Man3GlcNAc3Gal3)
7 FIDSEFKNglycoC*SFFHNglycoK 552 566 6916.79a 1384.65+ 2x(GlcNAc2Fuc1Man3GlcNAc4Gal4)
8 TGC*QITFDDDYSAPGSAWSHPQFEK# 567 579 2843.21 948.73+

AA 559 in bold, Nglyco=glycosylated asparagine, C*=carbamidomethylated cysteine, GlcNAc=N-acetylglucosamine, Man=mannose, 
Glc=glucose, Fuc=fucose, Hex=hexose, a=heterogeneous glycosylation, calculation made using the most abundant glycoform, #residues 
in italic are part of the C-terminally fused Streptag 
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