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Supplementary Materials: 

Table 1. Primer sequences for PCR screening and Sanger sequencing. 

Primer name Resistance genes Sequence 5’---3’ Product 
length 

Reference 

TEM u FWD blaTEM  ATGAGTATTCAACATTTCCG 851 bp 1 

TEM u REV  TTAATCAGTGAGGCACCTAT   

SHV u FWD blaSHV GCAAAACGCCGGGTTATTC 940 bp 1 

SHV u REV  GGTTAGCGTTGCCAGTGCT   

CTX-M-9 FWD blaCTX-M-9-group GCAGTACAGCGACAATACCG 356 bp 1 

CTX-M-9 REV  TATCATTGGTGGTGCCGTAG   

CTX-M-u FWD blaCTX-M-1&2-group CGCTTTGCGATGTGCAG 551 bp 1 

CTX-M-u REV  ACCGCGATATCGTTGGT   

CTX-M-ges FWD blaCTX-M-1-group GTTCGTCTCTTCCAGAATAAGG 968 bp 2 

CTX-M-ges REV  CAGCACTTTTGCCGTCTAAG   

CTX-M-21 FWD  blaCTX-M-9-group ACACGGATTGACCGTATTGG 889 bp This study 

CTX-M-21 REV  ATGATTCTCGCCGCTGAAG   

CTX-M-8 FWD blaCTX-M-8-group TAACGCACAGACGCTCTACC 637 bp 4 

CTX-M-8 REV  TGGCTGGGTGAAGTAAGTGAC   

CTX-M-25 FWD blaCTX-M-25-group GCGATGTTAATGACGACAGC 847 bp 4 

CTX-M-25 REV  AACCGTCGGTGACAATTCTG   

NDM FWD blaNDM CTGAGCACCGCATTAGCC 754 bp 3 

NDM REV  GGGCCGTATGAGTGATTGC   

VIM u FWD blaVIM AGTGGTGAGTATCCGACAG 261 bp 1 

VIM u REV  ATGAAAGTGCGTGGAGAC   

KPC u FWD blaKPC CAGCTCATTCAAGGGCTTTC 533 bp 1 

KPC u REV  AGTCATTTGCCGTGCCATAC   

OXA-48 FWD blaOXA-48 AAATCACAGGGCGTAGTTGTG 555 bp 1 

OXA-48 REV  GACCCACCAGCCAATCTTAG   

CMY FWD blaCMY TCTGCTGCTGACAGCCTCT 1147 bp 4 

CMY REV  CTCGACACGGACAGGGTTAG   

QnrA FWD qnrA ATTTCTCACGCCAGGATTTG 513 bp 2 

QnrA REV  GGCAAAGGTTAGGTCACAG   

QnrB FWD qnrB ATGACGCCATTACTGTATAA 562 bp 2 

QnrB REV  GATCGCAATGTGTGAAGTTT   
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QnrS FWD qnrS GGCACCACAACTTTTCAC 619 bp 2 

QnrS REV  CAACAATACCCAGTGCTTCG   

AAC(6’)-Ib-cr FWD aac-like TTGCGATGCTCTATGAGTGGCTA 482 bp 5 

AAC(6’)-Ib-cr REV  CTCGAATGCCTGGCGTGTTT   

LAP FWD blaLAP CAATACAAAGCACAGAAGACC 858 bp 6 

LAP REV  CCGATCCCTGCAATATGCTC   

Mcr-1 FWD mcr-1 CGGTCAGTCCGTTTGTTC 309 bp 7 

Mcr-1 REV  CTTGGTCGGTCTGTAGGG   

Mcr-2 FWD mcr-2 TGTTGCTTGTGCCGATTGGA 568 bp 8 

Mcr-2 REV  AGATGGTATTGTTGGTTGCTG   

Mcr-3 FWD mcr-3 TTGGCACTGTATTTTGCATTT 542 bp 9 

Mcr-3 REV  TTAACGAAATTGGCTGGAACA   

Mcr-4 FWD mcr-4 ATTGGGATAGTCGCCTTTTT 487 bp 10 

Mcr-4 REV  TTACAGCCAGAATCATTATCA   

Mcr-5 FWD mcr-5 TATCTCGACAAGGCCATGCTG 613 bp 11 

Mcr-5 REV  GAATCTGGCGTTCGTCGTAGT   

Mcr-6 FWD mcr-6 GTCCGGTCAATCCCTATCTGT 556 bp 12 

Mcr-6 REV  ATCACGGGATTGACATAGCTAC   

Mcr-7 FWD mcr-7 TGCTCAAGCCCTTCTTTTCGT 892 bp 12 

Mcr-7 REV  TTCATCTGCGCCACCTCGT   

Mcr-8 FWD mcr-8 AACCGCCAGAGCACAGAATT 667 bp 13 

Mcr-8 REV  TTCCCCCAGCGATTCTCCAT   
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Figure 1. S1-nuclease restriction and pulsed-field gel electrophoresis (PFGE): plasmids of donor E. 
coli isolates from flies and their transconjgants.  

 
Sites: H = hospital, Z = zoo, RA = residential area A, RB = residential area B; PMQR = plasmid mediated 
quinolone resistance; K1 = transconjugant E. coli J53 AziR; Lane M = Salmonella Braenderup H9812 
(molecular marker strain, XbaI-restricted). 


